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SEQUENCE LISTING 

<110> Noteborn, Mathieu 

Danen-van Oorschot, Astrid 
Rohn, Jennifer 

<120> APOPTIN-ASSOCIATING PROTEIN 

<130> 2906-4820US 

<140> To be assigned 
<141> 2001-03-27 

<160> 46 

<170> Patentln version 3.0 

<210> 1 
<211> 981 
<212> DNA 

<213> vector pMT2SM-AAP-5 
<400> 1 

ccaatggctg aattcatgga ctatacttca agtcagtgtg ggaaatatta ttcatctgtg 
60 

ccagaggaag gaggggcaac ccatgtctat cgttatcaca gaggcgagtc gaagctgcag 
120 

atgtgcttgg acatagggaa tggtcagaga aaagacagaa aaaagacatc ccttggtcct 
180 

ggaggcagct atcaaatatc agagcatgct ccagaggcat cccagcctgc tgagaacatc 
240 

tctaaggacc tctacataga agtatatcca gggacctatt ctgtcactgt gggctcaaat 
300 

gacttaacca agaagactca tgtggtagca gttgattctg gacaaagcgt ggacctggtc 
360 

ttccctgtgt gatgttgacc atcactgcca tcacatcacc tttttttaag tagtaagaat 
420 

aaagccactg tatgattctc ttaatagcta tacattaatc ctgtttttag tgctgactgg 
480 

gtcagccttc cgggaactgg agtctgtctc tttcagtgct tttttgtttg tttggttggt 



t J age 
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540 

tgttttttga gacagtctcg ctctgttgcc caggctggag tgcagtggcg tgatctcggc 
600 

tcaccgcaag ttccgcctcc cgggttcaca ccattctcct gcctcagcct cccgagtagc 
660 

tggcactaca ggcacccgcc accatgcccg gctatttttt ttgtattttt agtagagacg 
720 

gggtttcacc atgttggcca ggatggtctc gatctcttga cctcgtgatc cacccacctt 
780 

ggcctcccaa agtgttggga ttacaggcgt gagccaccgc gcccggcctc agtgcctttt 
840 

ttaacttgag ggtgtagagg tcctccacgc ttgtttgcct gaaagtaata taatgatgct 
900 

gtctgaacag gttttactgc ttgctttcca agtaaaggtt aattatgata ataaagagat 
960 

ttgggccttc gtggcctcga g 
981 



<210> 2 
<211> 126 
<212> PRT 

<213> vector pMT2SM-AAP-5 
<400> 2 

His Glu Gly Pro Met Ala Glu Phe Met Asp Tyr Thr Ser Ser Gin Cys 
15 10 15 

Gly Lys Tyr Tyr Ser Ser Val Pro Glu Glu Gly Gly Ala Thr His Val 

20 25 30 

Tyr Arg Tyr His Arg Gly Glu Ser Lys Leu His Met Cys Leu Asp lie 
35 40 45 

Gly Asn Gly Gin Arg Lys Asp Arg Lys Lys Thr Ser Leu Gly Pro Gly 
50 55 60 

Gly Ser Tyr Gin lie Ser Glu His Ala Pro Glu Ala Ser Gin Pro Ala 
65 70 75 80 
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Glu Asn lie Ser Lys Asp Leu Tyr lie Glu Val Tyr Pro Gly Thr Tyr 

85 90 95 

Ser Val Thr Val Gly Ser Asn Asp Leu Thr Lys Lys Thr His Val Val 
100 105 110 

Ala Val Asp Ser Gly Gin Ser Val Asp Leu Val Phe Pro Val 
115 120 125 



<210> 


3 


<211> 


17 


<212> 


DNA 


<213> 


pACT 


<400> 


3 


taccactaca 


17 





<210> 4 
<211> 16 
<212> PRT 

<213> partial AAP-5 clone peptide 
<400> 4 

Cys Gly Gly Ala Thr His Val Tyr Arg Tyr His Arg Gly Glu Ser Lys 
15 10 15 

<210> 5 
<211> 16 
<212> PRT 

<213> partial AAP-5 clone peptide 
<400> 5 

Gly Asn Gly Gin Arg Lys Asp Arg Lys Lys Thr Ser Leu Gly Pro Cys 
15 10 15 

<210> 6 
<211> 16 
<212> PRT 

<213> partial AAP-5 clone peptide 
<400> 6 

Glu His Ala Pro Glu Ala Ser Gin Pro Ala Glu Asn lie Ser Lys Cys 
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10 15 



<210> 7 
<211> 28 
<212> DNA 

<213> AAP-5 5'primer 
<400> 7 

ggagccatgg acaactgttt ggcggccg 



<210> 8 
<211> 28 
<212> DNA 

<2lJ> AAP-5 3 'primer 
<400> 8 

gtgatggcag tgatggtcaa catcacac 



<210> 9 

<211> 974 

<212> DNA 

<213> AAP-5 

<400> 9 

ctgcgccggc gccgccggga gcgctaggcc tggtccctct tcctaggata gcgttgcgcg 
60 

catgcgcctt gacgagtgag ccggggagcc atggacaact gtttggcggc cgcagcgctg 
120 

aatggggtgg accgacgttc cctgcagcgt tcagcaaagc tggctctaga agtgctggag 
180 

agggccaaga ggagggcggt ggactggcat gccctggagc gtcccaaagg ctgcatgggg 
240 

gtccttgccc gggaggcgcc ccacctagag aaacagccgg cagccggccc gcagcgcgtt 
300 

ctcccgggag agagagaaga gagaccccca acccttagtg cttccttcag aacaatggct 
360 

gaattcatgg actatacttc aagtcagtgt gggaaatatt attcatctgt gccagaggaa 
420 
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ggaggggcaa cccatgtcta tcgttatcac agaggcgagt cgaagctgca catgtgcttg 
480 

gacataggga atggtcagag aaaagacaga aaaaagacat cccttggtcc tggaggcagc 
540 

tatcaaatat cagagcatgc tccagaggca tcccagcctg ctgagaacat ctctaaggac 
600 

ctctacatag aagtatatcc agggacctat tctgtcactg tgggctcaaa tgacttaacc 
660 

aagaagactc atgtggtagc agttgattct ggacaaagcg tggacctggt cttccctgtg 
720 

tgatgttgac catcactgcc atcacatcac ctttttttaa gtagtaagaa taaagccact 
780 

gtatgattct cttaatagct atacattaat cctgttttta gtgctgactg ggtcagcctt 
840 

ccgggaactg gagtctgtct ctttcagtgc ttttttgttt gtttggttgg tttttttttg 
900 

agacagtctc actctgttgc ccaggctgga gtgcagtggc gtgatctcgg ctcactgcaa 
960 

gttccgcctc ccgg 
974 



<210> 10 
<211> 210 
<212> PRT 

<213> open reading frame of AAP-5 
<400> 10 

Met Asp Asn Cys Leu Ala Ala Ala Ala Leu Asn Gly Val Asp Arg Arg 
15 10 15 

Ser Leu Gin Arg Ser Ala Lys Leu Ala Leu Glu Val Leu Glu Arg Ala 
20 25 30 

Lys Arg Arg Ala Val Asp Trp His Ala Leu Glu Arg Pro Lys Gly Cys 
35 40 45 
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Met Gly Val Leu Ala Arg Glu Ala Pro His Leu Glu Lys Gin Pro Ala 
50 55 60 

Ala Gly Pro Gin Arg Val Leu Pro Gly Glu Arg Glu Glu Arg Pro Pro 
65 70 75 80 

Thr Leu Ser Ala Ser Phe Arg Thr Met Ala Glu Phe Met Asp Tyr Thr 

85 90 95 

Ser Ser Gin Cys Gly Lys Tyr Tyr Ser Ser Val Pro Glu Glu Gly Gly 
100 105 110 

Ala Thr His Val Tyr Arg Tyr His Arg Gly Glu Ser Lys Leu His Met 
115 120 125 

Cys Leu Asp lie Gly Asn Gly Gin Arg Lys Asp Arg Lys Lys Thr Ser 
130 135 140 

Leu Gly Pro Gly Gly Ser Tyr Gin lie Ser Glu His Ala Pro Glu Ala 
145 150 155 160 

Ser Gin Pro Ala Glu Asn lie Ser Lys Asp Leu Tyr lie Glu Val Tyr 

165 170 175 

Pro Gly Thr Tyr Ser Val Thr Val Gly Ser Asn Asp Leu Thr Lys Lys 
180 185 190 

Thr His Val Val Ala Val Asp Ser Gly Gin Ser Val Asp Leu Val Phe 
195 200 205 

Pro Val 
210 

<210> 11 

<211> 23 

<212> DNA 

<213> AAP-5 - #5F 

<400> 11 

atattattca tctgtgccag agg 
23 



<210> 12 

<211> 23 

<212> DNA 

<213> AAP-5 - #5R 



Paae 6 



# 
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<400> 12 

cctctggcac agatgaataa tat 
23 



<210> 13 
<211> 15 
<212> PRT 

<213> Peptides used for raising antibodies against AAP-3 
<400> 13 

lie Tyr Gin Arg Ser Gly Glu Arg Pro Val Thr Ala Gly Glu Glu 
15 10 15 

<210> 14 
<211> 15 
<212> PRT 

<213> Peptides used for raising antibodies against AAP-3 
<400> 14 

Asp Glu Gin Val Pro Asp Ser lie Asp Ala Arg Glu lie Phe Asp 
15 10 15 

<210> 15 
<211> 15 
<212> PRT 

<213> Peptides used for raising antibodies against AAP-3 
<400> 15 

Arg Ser lie Asn Asp Pro Glu His Pro Leu Thr Leu Glu Glu Leu 



<210> 16 
<211> 15 
<212> PRT 

<213> Peptides used for raising antibodies against AAP-3 
<400> 16 

Glu Glu Ser Thr Pro Val His Asp Ser Pro Gly Lys Asp Asp Ala 
15 10 15 

<210> 17 
<211> 15 
<212> PRT 



1 



5 



10 



15 
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<213> Peptides used for raising antibodies against AAP-3 
<400> 17 

Asp Ser Phe Lys Thr Lys Asp Ser Phe Arg Thr Ala Lys Ser Lys 



<210> 18 
<211> 15 
<212> PRT 

<213> Peptides used for raising antibodies against AAP-3 
<400> 18 

lie Asp lie Asp lie Ser Ser Arg Arg Arg Glu Asp Gin Ser Leu 
15 10 15 

<210> 19 
<211> 10 
<212> PRT 

<213> pMT2SM vector contaiing a Myc-tag 
<400> 19 

Glu Gin Lys Leu lie Ser Glu Glu Asp Leu 
15 10 

<210> 20 
<211> 651 
<212> DNA 

<213> partial sequence of vector pMT2SM-AAP-3 
<400> 20 

ccgatggtag gcggcggcgg ggtcggcggc ggcctcctgg agaatgccaa ccccctcatc 



taccagcgct ctggggagcg gcctgtgacg gcaggcgagg aggacgagca ggttcccgac 
120 

agcatcgacg cacgcgagat cttcgarctg attcgctcca tcaatgaccc ggagcatcca 
180 

ctgacgctag aggagttgaa cgtagtagag caggtgcggg ttcaggttag cgaccccgag 
240 

agtacagtgg ctgtggcttt cacaccaacc attccgcact gcagcatggc cacccttatt 
300 



1 



5 



10 



15 



60 




ggtctgtcca tcaaggtcaa gcttctgcgc tcccttcctc agcgtttcaa gatggacgtg 
360 

cacattactc cggggaccca tgcctcagag catgcagtga acaagcaact tgcagataag 
420 

gagcgggtgg cagctgccct ggagaacacc cacctcttgg aggttgtgaa tcagtgcctg 
480 

tcagcccgct cctgagcctg gcctttgacc cctcaacctg catactgggt atcctggtcc 
540 

caactcctgc caagggctgt taccgttgtt ttcctggaat cactcacaaa tgagaaacta 
600 

acatttgcct ttttgtaata aagttaattt atattcaaaa aaaaaaaaaa c 
651 



<210> 21 

<211> 167 

<212> PRT 

<213> partial sequence 

<400> 21 

His Glu Gly Pro Met Val 
1 5 

Glu Asn Ala Asn Pro Leu 
20 

Thr Ala Gly Glu Glu Asp 
35 

Glu lie Phe Asp Leu lie 
50 

Thr Leu Glu Glu Leu Asn 
65 70 

Asp Pro Glu Ser Thr Val 

85 

Cys Ser Met Ala Thr Leu 
100 

Arg Ser Leu Pro Gin Arg 



rage D 



of vector pMT2SM-AAP-3 



Gly Gly Gly Gly Val Gly Gly Gly Leu Leu 
10 15 

lie Tyr Gin Arg Ser Gly Glu Arg Pro Val 
25 30 

Glu Gin Val Pro Asp Ser lie Asp Ala Arg 
40 45 

Arg Ser lie Asn Asp Pro Glu His Pro Leu 
55 60 

Val Val Glu Gin Val Arg Val Gin Val Ser 

75 80 

Ala Val Ala Phe Thr Pro Thr lie Pro His 
90 95 

lie Gly Leu Ser lie Lys Val Lys Leu Leu 
105 110 

Phe Lys Met Asp Val His lie Thr Pro Gly 
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115 120 125 

Thr His Ala Ser Glu His Ala Val Asn Lys Gin Leu Ala Asp Lys Glu 
130 135 140 

Arg Val Ala Ala Ala Leu Glu Asn Thr His Leu Leu Glu Val Val Asn 
145 150 155 160 

Gin Cys Leu Ser Ala Arg Ser 

165 

<210> 22 
<211> 770 
<212> DNA 
<213> AAP-4 

<400> 22 

gccacgaagg ccgggagagc tcgccctgca cctacataac tcggcggtca gtgaggacaa 
60 

gaacaaatct gaaggaggcc tctgacatca agcttgaacc aaatacgttg aatggctata 
120 

aaagcagtgt gacggaacct tgccccgaca gtggtgaaca gctgcagcca gctcctgtgc 
180 

tgcaggagga agaactggct catgagactg cacaaaaagg ggaggcaaag tgtcataaga 
240 

gtgacacagg catgtccaaa aagaagtcac gacaaggaaa acttgtgaaa cagtttgcaa 
300 

aaatagagga atctactcca gtgcacgatt ctcctggaaa agacgacgcg gtaccagatt 
360 

tgatgggtcc ccattctgac cagggtgagc acagtggcac tgtgggcgtg cctgtgagct 
420 

acacagactg tgctccttca cccgtcggtt gttcagttgt gacatcagat agcttcaaaa 
480 

caaaagacag ctttagaact gcaaaaaagt aaaaagaaga ggcgaatcac aaggtatgat 
540 

gcacagttaa tcctagaaaa taactctggg agtcccaaat tgactcttcg taggcgtcat 
600 

gatagcagca gcaaaacaaa tggaccaaga gaatgatggg aatgaaactc ttcccaaaat 




660 

taagcatcaa gtttaagcca aagaccatga caacgataac aatctcgatg tagcaaagtt 
720 

ataaggcttt agctcaggat taggaatgtt tcacaaaatt aaaaaggcat 
770 



<210> 23 

<211> 256 

<212> PRT 

<213> AAP-4 

<220> 

<22 1> misc__f eature 

<222> (1) . . (256) 

<223> Xaa can be any amino acid 



<400> 23 

His Glu Gly Arg Glu Ser Ser Pro Cys Thr Tyr lie Thr Arg Arg Ser 
15 10 15 

Val Arg Thr Arg Thr Asn Leu Lys Glu Ala Ser Asp lie Lys Leu Glu 
20 25 30 

Pro Asn Thr Leu Asn Gly Tyr Lys Ser Ser Val Thr Glu Pro Cys Pro 
35 40 45 

Asp Ser Gly Glu Gin Leu Gin Pro Ala Pro Val Leu Gin Glu Glu Glu 
50 55 60 

Leu Ala His Glu Thr Ala Gin Lys Gly Glu Ala Lys Cys His Lys Ser 
65 70 75 80 

Asp Thr Gly Met Ser Lys Lys Lys Ser Arg Gin Gly Lys Leu Val Lys 

85 90 95 

Gin Phe Ala Lys lie Glu Glu Ser Thr Pro Val His Asp Ser Pro Gly 
100 105 110 

Lys Asp Asp Ala Val Pro Asp Leu Met Gly Pro His Ser Asp Gin Gly 
115 120 125 

Glu His Ser Gly Thr Val Gly Val Pro Val Ser Tyr Thr Asp Cys Ala 
130 135 140 



Paao 11 



# 
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Pro Ser Pro Val Gly Cys Ser Val Val Thr Ser Asp Ser Phe Lys Thr 
145 150 155 160 

Lys Asp Ser Phe Arg Thr Ala Lys Lys Xaa Lys Glu Glu Ala Asn His 

165 170 175 

Lys Val Xaa Cys Thr Val Asn Pro Arg Lys Xaa Leu Trp Glu Ser Gin 
180 185 190 

lie Asp Ser Ser Xaa Ala Ser Xaa Xaa Gin Gin Gin Asn Lys Trp Thr 
195 200 205 

Lys Arg Met Met Gly Met Lys Leu Phe Pro Lys Leu Ser lie Lys Phe 
210 215 220 

Lys Pro Lys Thr Met Thr Thr lie Thr lie Ser Met Xaa Gin Ser Tyr 
225 230 235 240 

Lys Gly Leu Ala Gin Asp Xaa Glu Cys Phe Thr Lys Leu Lys Arg His 

245 250 255 

<210> 24 
<211> 10 
<212> PRT 

<213> Sequence homology analysis of AAP-5 
<400> 24 

Pro Met Ala Glu Phe Met Asp Tyr Thr Ser 
15 10 

<210> 25 
<211> 10 
<212> PRT 

<213> Sequence homology analysis of AAP-5 
<400> 25 

Ser Gin Cys Gly Lys Tyr Tyr Ser Ser Val 
15 10 

<210> 26 

<211> 10 

<212> PRT 

<213> Sequence homology analysis of AAP-5 



<400> 26 
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Pro Glu Glu Gly Gly Ala Thr Kis Val Tyr 
15 10 



<210> 


27 




<211> 


5 




<212> 


PRT 




< J. I J > 


Sequence 


homo 1 ogy 


<400> 


27 




Gly Thr 


Ser Ser 


Cys 


1 




5 


<210> 


28 




<211> 


10 




<212> 


PRT 




<213> 


Sequence 


homology 


<400> 


28 





Arg Arg Val Arg Ala Cys Gly Arg lie His 
15 10 



<210> 


29 




<211> 


10 




<212> 


PRT 




<213> 


Sequence 


homology analysis of AAP 


<400> 


29 




Arg Tyr 


His Arg 


Gly Glu Ser Lys Leu His 


1 




5 10 


<210> 


30 




<211> 


10 




<212> 


PRT 




<213> 


Sequence 


homology analysis of AAP 


<400> 


30 




Met Cys 


Leu Asp 


lie Gly Asn Gly Gin Arg 


1 




5 10 


<210> 


31 




<211> 


10 




<212> 


PRT 





<213> Sequence homology analysis of AAP-5 



» 
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<400> 31 

Lys Asp Arg Lys Lys Thr Ser Leu Gly Pro 
15 10 

<210> 32 
<211> 10 
<212> PRT 

<213> Sequence homology analysis of BRIPl 
<400> 32 

His Asn Met Ala Asn Leu Phe lie Arg Lys 
15 10 

<210> 33 
<211> 10 
<212> PRT 

<213> Sequence homology analysis of BRIPl 
<400> 33 

Met Val Asn Pro Leu Leu Tyr Leu Ser Arg 
15 10 

<210> 34 
<211> 10 
<212> PRT 

<213> Sequence homology analysis of BRIPl 
<400> 34 

His Thr Val Lys Pro Arg Ala Leu Ser Thr 
15 10 

<210> 35 
<211> 10 
<212> PRT 

<213> Sequence homology analysis of AAP-5 
<400> 35 

Gly Gly Ser Tyr Gin lie Ser Glu His Ala 
15 10 

<210> 36 
<211> 10 
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<212> PRT 

<213> Sequence homology analysis of AAP-5 
<400> 36 

Pro Glu Ala Ser Gin Pro Ala Glu Asn lie 
15 10 

<210> 37 
<211> 10 
<212> PRT 

<213> Sequence homology analysis of AAP-5 
<400> 37 

Ser Lys Asp Leu Tyr lie Glu Val Tyr Pro 
15 10 



<210> 


38 


<211> 


10 


<212> 


PRT 


<213> 


Sequence 


<400> 


38 


Phe Leu Phe Gly 


1 




<210> 


39 


<211> 


10 


<212> 


PRT 


<213> 


Sequence 


<400> 


39 


Pro Val 


Ala Val 


1 




<210> 


40 


<211> 


10 


<212> 


PRT 


<213> 


Sequence 


<400> 


40 



Arg Ser Leu Leu Ser Pro Gly Leu Leu Pro 
15 10 



Paqc 15 
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<210> 
<211> 
<212> 
<213> 


41 
10 
PRT 

Sequence 


homology analysis of AAP 


<400> 


41 




GLy Thr Tyr Ser 

1 


Val lnr val (jiy ber Asn 
5 10 


<210> 
<211> 
<212> 
<213> 


42 
10 
PRT 

Sequence 


homology analysis of AAP 


<400> 


A >~t 





Asp Leu Thr Lys Lys Thr His Val Val Ala 
15 10 

<210> 43 
<211> 10 
<212> PRT 

<213> Sequence homology analysis of AAP-5 
<400> 43 

Val Asp Ser Gly Gin Ser Val Asp Leu Val 
15 10 

<210> 44 
<211> 10 
<212> PRT 

<213> Sequence homology analysis of BRIPl 
<400> 44 

His Leu Leu Pro Ala Leu Gly Phe Lys Asn 
15 10 

<210> 45 
<211> 10 
<212> PRT 

<213> Sequence homology analysis of BRIPl 
<400> 45 

Lys Thr Val Leu Lys Lys Arg Cys Lys Asp 



Paqe 16 
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15 10 

<210> 46 
<211> 10 
<212> PRT 

<213> Sequence homology analysis of BRIPl 
<400> 46 

Cys Tyr Leu Val Lys Arg Arg Gly Arg Trp 
15 10 
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